Fidock, Mark David 
<120> Enzyme pde xiv 
<130> PC10315AGPR 
<160> 26 

<170> Patentln version 3.1 

<210> 1 

<211> 446 

<212> PRT 

<213> Mouse 

<400> 1 

Met ser Cys Leu Met Val Glu Arg Cys Gly Glu Val Leu Phe Glu Ser 
1 5 10 15 

Pro Glu Gin ser val Lys cys val Cys Met Leu Gly Asp Val Arg Leu 
20 25 30 

Arg Gly Gin Thr Gly Val Pro Ala Glu Arg Arg Gly Ser Tyr Pro Phe 
35 40 45 

lie Asp Phe Arg Leu Leu Asn Asn Thr Thr His ser Gly Glu lie Gly 
50 55 60 

Thr Lys Lys Lys val Lys Arg Leu Leu Ser Phe Gin Arg Tyr Phe His 
65 70 75 80 

Ala Ser Arg Leu Leu Arg Gly lie lie Pro Gin Ala Pro Leu His Leu 
85 90 95 

Leu Asp Glu Asp Tyr Leu Gly Gin Ala Arg His Met Leu Ser Lys Val 
100 105 110 

Gly Thr Trp Asp Phe Asp lie Phe Leu Phe Asp Arg Leu Thr Asn Gly 
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PC10315 Sequence Listing.ST25.txt 
115 120 125 

Asn Ser Leu val Thr Leu Leu Cys His Leu Phe Asn Ser His Gly Leu 
130 135 140 

lie His His Phe Lys Leu Asp Met val Thr Leu His Arg Phe Leu val 
145 150 155 160 

Met Val Gin Glu Asp Tyr His Gly His Asn Pro Tyr His Asn Ala val 
165 170 175 

His Ala Ala Asp val Thr Gin Ala Met His Cys Tyr Leu Lys Glu Pro 
180 185 190 

Lys Leu Ala Ser Phe Leu Thr Pro Leu Asp lie Met Leu Gly Leu Leu 
195 200 205 

Ala Ala Ala Ala His Asp Val Asp His Pro Gly val Asn Gin Pro Phe 
210 215 220 

Leu lie Lys Thr Asn His His Leu Ala Asn Leu Tyr Gin Asn Met Ser 
225 230 235 240 

Val Leu Glu Asn His His Trp Arg ser Thr lie Gly Met Leu Arg Glu 
l 245 250 255 

Ser Arg Leu Leu Ala His Leu Pro Lys Glu Met Thr Gin Asp lie Glu 
260 265 270 

Gin Gin Leu Gly Ser Leu lie Leu Ala Thr Asp lie Asn Arg Gin Asn 
275 280 285 

Glu Phe Leu Thr Arg Leu Lys Ala His Leu His Asn Lys Asp Leu Arg 
290 295 300 

Leu Glu Asn val Gin Asp Arg His Phe Met Leu Gin lie Ala Leu Lys 
305 310 315 320 

Cys Ala Asp lie Cys Asn Pro Cys Arg lie Trp Glu Met Ser Lys Gin 
325 330 335 

Trp ser Glu Arg val cys Glu Glu Phe Tyr Arg Gin Gly Asp Leu Glu 
340 345 350 

Gin Lys Phe Glu Leu Glu lie Ser Pro Leu cys Asn Gin Gin Lys Asp 
355 360 365 

Ser He Pro Ser lie Gin lie Gly Phe Met Thr Tyr lie val Glu Pro 
370 375 380 
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Leu Phe Arg Glu Trp Ala Arg Phe Thr Gly Asn Ser Thr Leu Ser Glu 
385 390 395 400 

Asn Met Leu Ser His Leu Ala His Asn Lys Ala Gin Trp Lys Ser Leu 
405 410 415 

Leu Ser Asn Gin His Arg Arg Arg Gly Ser Gly Gin Asp Leu Ala Gly 
420 425 430 

Pro Ala Pro Glu Thr Leu Glu Gin Thr Glu Gly Ala Thr Pro 
435 440 445 

<210> 2 
<211> 1341 
<212> DNA 
<213> Mouse 



<400> 2 
atgtcttgtt 


taatggttga 


gaggtgtggc 


gaagtcttgt 


ttgagagccc 


tgaacagagt 


60 


gtcaaatgtg 


tttgcatgct 


aggagatgta 


cgactaaggg 


gtcagacggg 


ggttcctgcc 


120 


ya.av_yv-.k_y i_ y 


y V— i_ a v_ i_ v_ 


cl i i_v_cll L y a. l_ 




L LadLadLdL 


ddCdCdClCcl 


i on 


ggggaaattg 


gcaccaagaa 


aaaggtgaaa 


cgactgttaa 


gtttccaaag 


atacttccat 


240 


gcatctaggc 


ttctccgggg 


gattataccg 


caggcccctc 


tccacctgct 


ggatgaagac 


300 


taccttggac 


aagcaaggca 


catgctctcc 


aaagttggaa 


cgtgggactt 


tgacattttc 


360 


ttgtttgatc 


gcttgacaaa 


tgggaacagt 


ctggtaactc 


tgttgtgtca 


cctcttcaac 


420 


tcccatgggc 


tcatccacca 


tttcaagctc 


gatatggtga 


ccttgcacag 


gtttctggtt 


480 


atggttcagg 


aagattacca 


cggtcacaac 


ccataccaca 


atgctgttca 


cgcagccgac 


540 


gtcacccagg 


ccatgcactg 


ttacctgaag 


gagccaaagt 


tggcaagctt 


cctcacacct 


600 


ctggacatca 


tgcttggact 


actggctgca 


gcagctcatg 


acgtggacca 


cccaggggtc 


660 


aaccagccat 


ttttgatcaa 


aactaaccac 


catcttgcca 


acctgtatca 


gaatatgtct 


720 


gtactggaga 


atcaccactg 


gcgatctaca 


attggcatgc 


ttcgagaatc 


acggctcctg 


780 


gctcacttgc 


caaaggaaat 


gacacaggat 


atcgaacagc 


agctgggctc 


cctcatcttg 


840 


gccacggata 


tcaacagaca 


gaatgagttt 


ctgacccgct 


taaaagctca 


cctccacaat 


900 


aaagatttga 


gactggagaa 


tgtacaggac 


agacacttta 


tgcttcagat 


cgccttgaag 


960 


tgtgctgaca 


tttgcaatcc 


ttgtcgtatc 


tgggagatga 


gcaagcagtg 


gagtgaaagg 


1020 


gtctgtgagg 


aattctacag 


acaaggtgac 


cttgaacaga 


agtttgaact 


ggaaatcagt 


1080 


cctctttgta 


atcaacagaa 


agattcaatc 


cctagcatac 


aaattggttt 


catgacttac 


1140 


atcgtggagc 


cgctgttccg 


ggagtgggcc 


cggtttactg 


ggaacagcac 


cctgtcggag 


1200 
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aacatgctaa gccatctcgc gcacaacaaa gcccagtgga agagcctgct gtccaatcag 1260 

cacagacgca ggggcagcgg ccaggacctg gcgggccccg cacctgagac cctggagcag 1320 

acagaaggtg ccacgcccta a 1341 

<210> 3 

<211> 288 

<212> PRT 

<213> Human 

<400> 3 

Met Ser Cys Leu Met Val Glu Arg Cys Gly Glu He Leu Phe Glu Asn 
15 10 15 

Pro Asp Gin Asn Ala Lys Cys Val Cys Met Leu Gly Asp lie Arg Leu 
20 25 30 

Arg Gly Gin Thr Gly Val Arg Ala Glu Arg Arg Gly Ser Tyr Pro Phe 
35 40 45 

lie Asp Phe Arg Leu Leu Asn Ser Thr Thr Tyr Ser Gly Glu lie Gly 
50 55 60 

Thr Lys Lys Lys val Lys Arg Leu Leu Ser Phe Gin Arg Tyr Phe His 
65 70 75 80 

Ala Ser Arg Leu Leu Arg Gly He lie Pro Gin Ala Pro Leu His Leu 
85 90 95 

Leu Asp Glu Asp Tyr Leu Gly Gin Ala Arg His Met Leu Ser Lys val 
100 105 110 

Gly Met Trp Asp Phe Asp lie Phe Leu Phe Asp Arg Leu Thr Asn Gly 
115 120 125 

Asn ser Leu val Thr Leu Leu Cys His Leu Phe Asn Thr His Gly Leu 
130 135 140 

lie His His Phe Lys Leu Asp Met val Thr Leu His Arg Phe Leu val 
145 150 155 160 

Met val Gin Glu Asp Tyr His ser Gin Asn Pro Tyr His Asn Ala Val 
165 170 175 

His Ala Ala Asp val Thr Gin Ala Met His cys Tyr Leu Lys Glu Pro 
180 185 190 
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Lys Leu Ala ser Phe Leu Thr Pro Leu Asp lie Met Leu Gly Leu Leu 
195 200 205 

Ala Ala Ala Ala His Asp val Asp His Pro Gly val Asn Gin Pro Phe 
210 215 220 

Leu lie Lys Thr Asn His His Leu Ala Asn Leu Tyr Gin Asn Met Ser 
225 230 235 240 

val Leu Glu Asn His His Trp Arg ser Thr lie Gly Met Leu Arg Glu 
245 250 255 

Ser Arg Leu Leu Ala His Leu Pro Lys Glu Met Thr Gly Thr Trp Asp 
260 265 270 

Phe Asp lie Phe Leu Phe Asp Arg Leu Thr Asn Gly Asn Ser Leu val 
275 280 285 - — - 

<210> 4 
<211> 807 
<212> DNA 
<213> Human 



<400> 4 
atgtcttgtt 


taatggttga 


gaggtgtggc 


gaaatcttgt 


ttgagaaccc 


cgatcagaat 


60 


gccaaatgtg 


tttgcatgct 


gggagatata 


cgactaaggg 


gtcagacggg 


ggttcgtgct 


120 


gaacgccgtg 


gctcctaccc 


attcattgac 


ttccgcctac 


ttaacagtac 


aacatactca 


180 


ggggagattg 


gcaccaagaa 


aaaggtgaaa 


agactattaa 


gctttcaaag 


atacttccat 


240 


gcatcaaggc 


tgcttcgtgg 


aattatacca 


caagcccctc 


tgcacctgct 


ggatgaagac 


300 


taccttggac 


aagcaaggca 


tatgctctcc 


aaagtgggaa 


tgtgggattt 


tgacattttc 


360 


ttgtttgatc 


gcttgacaaa 


tggaaacagc 


ctggtaacac 


tgttgtgcca 


cctcttcaat 


420 


acccatggac 


tcattcacca 


tttcaagtta 


gatatggtga 


ccttacaccg 


atttttagtc 


480 


atggttcaag 


aagattacca 


cagccaaaac 


ccgtatcaca 


atgctgttca 


cgcagccgac 


540 


gtcacccagg 


ccatgcactg 


ctacctgaaa 


gagccaaagc 


ttgccagctt 


cctcacgcct 


600 


ctggacatca 


tgcttggact 


gctggctgca 


gcagcacacg 


atgtggacca 


cccaggggtg 


660 


aaccagccat 


ttttgataaa 


aactaaccac 


catcttgcaa 


acctatatca 


gaatatgtct 


720 


gtgctggaga 


atcatcactg 


gcgatctaca 


attggcatgc 


ttcgagaatc 


aaggcttctt 


780 


gctcatttgc 


caaaggaaat 


gacgtaa 








807 



<210> 5 
<211> 450 
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<212> PRT 
<213> Human 

<400> 5 

Met Ser Cys Leu Met val Glu Arg cys Gly Glu lie Leu Phe Glu Asn 
15 10 15 

Pro Asp Gin Asn Ala Lys Cys val Cys Met Leu Gly Asp lie Arg Leu 
20 25 30 

Arg Gly Gin Thr Gly Val Arg Ala Glu Arg Arg Gly Ser Tyr Pro Phe 
35 40 45 

lie Asp Phe Arg Leu Leu Asn Ser Thr Thr Tyr Ser Gly Glu lie Gly 
50 55 60 

Thr Lys Lys Lys val Lys Arg Leu Leu Ser Phe Gin Arg Tyr Phe His 
65 70 75 80 

Ala Ser Arg Leu Leu Arg Gly lie lie Pro Gin Ala Pro Leu His Leu 
85 90 95 

Leu Asp Glu Asp Tyr Leu Gly Gin Ala Arg His Met Leu Ser Lys val 
100 105 110 

Gly Met Trp Asp Phe Asp lie Phe Leu Phe Asp Arg Leu Thr Asn Gly 
115 120 125 

Asn ser Leu val Thr Leu Leu cys His Leu Phe Asn Thr His Gly Leu 
130 135 140 

lie His His Phe Lys Leu Asp Met val Thr Leu His Arg Phe Leu Val 
145 150 155 160 

Met Val Gin Glu Asp Tyr His Ser Gin Asn Pro Tyr His Asn Ala val 
165 170 175 

His Ala Ala Asp val Thr Gin Ala Met His Cys Tyr Leu Lys Glu Pro 
180 185 190 

Lys Leu Ala Ser Phe Leu Thr Pro Leu Asp lie Met Leu Gly Leu Leu 
195 200 205 

Ala Ala Ala Ala His Asp val Asp His Pro Gly val Asn Gin Pro Phe 
210 215 220 

Leu lie Lys Thr Asn His His Leu Ala Asn Leu Tyr Gin Asn Met Ser 
225 230 235 240 
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Val Leu Glu Asn His His Trp Arg Ser Thr lie Gly Met Leu Arg Glu 



ser Arg Leu Leu Ala His Leu Pro Lys Glu Met Thr Gin Asp lie Glu 
260 265 270 



Gin Gin Leu Gly Ser Leu lie Leu Ala Thr Asp lie Asn Arg Gin Asn 
275 280 285 . 



Glu Phe Leu Thr Arg Leu Lys Ala His Leu His Asn Lys Asp Leu Arg 
290 295 300 



Leu Glu Asp Ala Gin Asp Arg His Phe Met Leu Gin lie Ala Leu Lys 
305 310 315 320 



Cys Ala Asp lie cys Asn Pro Cys Arg lie Trp Glu Met Ser Lys Gin 
325 330 335 



Trp Ser Glu Arg val Cys Glu Glu Phe Tyr Arg Gin Gly Glu Leu Glu 
340 345 350 



Gin Lys Phe Glu Leu Glu lie Ser Pro Leu Cys Asn Gin Gin 
355 360 365 



Ser lie Pro ser lie Gin He Gly Phe Met Ser Tyr lie val Glu Pro 
370 375 380 



Leu Phe Arg Glu Trp Ala His Phe Thr Gly Asn Ser Thr Leu Ser Glu 
385 390 395 400 



Asn Met Leu Gly His Leu Ala His Asn Lys Ala Gin Trp Lys Ser Leu 
405 410 415 



Leu Pro Arg Gin His Arg ser Arg Gly Ser Ser Gly ser Gly Pro Asp 
420 425 430 



His Asp His Ala Gly Gin Gly Thr Glu Ser Glu Glu Gin Glu Gly Asd 
435 440 445 



Ser Pro 
450 



<210> 6 

<2U> 1353 

<212> DNA 

<213> Human 



245 



250 



255 
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PC10315 


Sequence Li sting . ST25 . 


txt 




<400> 6 
atgtcttgtt 


taatggttga 


gaggtgtggc 


gaaatcttgt 


ttgagaaccc 


cgatcagaat 


60 


gccaaatgtg 


tttgcatgct 


gggagatata 


cgactaaggg 


gtcagacggg 


ggttcgtgct 


120 


gaacgccgtg 


gctcctaccc 


attcattgac 


ttccgcctac 


ttaacagtac 


aacatactca 


180 


ggggagattg 


gcaccaagaa 


aaaggtgaaa 


agactattaa 


gctttcaaag 


atacttccat 


240 


gcatcaaggc 


tgcttcgtgg 


aattatacca 


caagcccctc 


tgcacctgct 


ggatgaagac 


300 


taccttggac 


aagcaaggca 


tatgctctcc 


aaagtgggaa 


tgtgggattt 


tgacattttc 


360 


ttgtttgatc 


gcttgacaaa 


tggaaacagc 


ctggtaacac 


tgttgtgcca 


cctcttcaat 


420 


acccatggac 


tcattcacca 


tttcaagtta 


gatatggtga 


ccttacaccg 


atttttagtc 


480 


atggttcaag 


aagattacca 


cagccaaaac 


ccgtatcaca 


atgctgttca 


cgcagccgac 


540 


gtcacccagg 


ccatgcactg 


ctacctgaaa 


gagccaaagc 


ttgccagctt 


cctcacgcct 


600 


ctggacatca 


tgcttggact 


gctggctgca 


gcagcacacg 


atgtggacca 


cccaggggtg 


660 


aaccagccat 


ttttgataaa 


aactaaccac 


catcttgcaa 


acctatatca 


gaatatgtct 


720 


gtgctggaga 


atcatcactg 


gcgatctaca 


attggcatgc 


ttcgagaatc 


aaggcttctt 


780 


gctcatttgc 


caaaggaaat 


gacacaggat 


attgaacagc 


agctgggctc 


cttgatcttg 


840 


gcaacagaca 


tcaacaggca 


gaatgaattt 


ttgaccagat 


tgaaagctca 


cctccacaat 


900 


aaagacttaa 


gactggagga 


tgcacaggac 


aggcacttta 


tgcttcagat 


cgccttgaag 


960 


tgtgctgaca 


tttgcaatcc 


ttgtagaatc 


tgggagatga 


gcaagcagtg 


gagtgaaagg 


1020 


gtctgtgaag 


aattctacag 


gcaaggtgaa 


cttgaacaga 


aatttgaact 


ggaaatcagt 


1080 


cctctttgta 


atcaacagaa 


agattccatc 


cctagtatac 


aaattggttt 


catgagctac 


1140 


atcgtggagc 


cgctcttccg 


ggaatgggcc 


catttcacgg 


gtaacagcac 


cctgtcggag 


1200 


aacatgctgg 


gccacctcgc 


acacaacaag 


gcccagtgga 


agagcctgtt 


acccaaacaa 


1260 


cacagaagca 


ggggcagcag 


tggcaqcqqq 


cctgaccacg 


accacgcagg 


ccaagggact 


1320 


gagagcgagg 


agcaggaagg 


cgacagcccc 


tag 






1353 


<210> 7 














<211> 2823 












<212> DNA 














<213> Mouse 












<400> 7 
aggtacgcct 


gcaggtaccg 


atccaaaatt 


cccgggtcga 


cccacgcgtc 


v.y y v.L ci y v_ v— i_ 


60 


cccaggccgg 


ctgcctgctc 


acccagccag 


tcgctagctc 


tgggcactgc 


agcaggctcg 


120 


gctctgtccc 


agcgctcgct 


tgcttgctcg 


ctcgctcggc 


tgggagaaaa 


gtggtgtcct 


180 


cgcccagaga 


gcctctctct 


cccttccttc 


tttctcgagc 
Page 8 


tctctgagtc 


ctttggcgtt 


240 








PC10315 


Sequence Li sti ng . ST25 . 


txt 




tctttctttc 


tttccttttt 


tttttttttt 


taatattttc 


tttttctttc 


tataaaactt 


300 


gcataattat 


actgctaatc 


ctggatgagg 


ttgctggatt 


ctgcagcaca 


aatcttcatg 


360 


aacaagccgc 


accgctcaga 


gatttcacag 


cattcaaagg 


tcacagaact 


gccactatgg 


420 


ttaaatgtct 


tgtttaatgg 


ttgagaggtg 


tggcgaagtc 


ttgtttgaga 


gccctgaaca 


480 


gagtgtcaaa 


tgtgtttgca 


tgctaggaga 


tgtacgacta 


aggggtcaga 


cgggggttcc 


540 


tgccgaacgc 


cgtggctcct 


acccattcat 


tgacttccgt 


ctacttaaca 


atacaacaca 


600 


ctcaggggaa 


attggcacca 


agaaaaaggt 


gaaacgactg 


ttaagtttcc 


aaagatactt 


660 


ccatgcatct 


aggcttctcc 


gggggattat 


accgcaggcc 


cctctccacc 


tgctggatga 


720 


agactacctt 


ggacaagcaa 


ggcacatgct 


ctccaaagtt 


ggaacgtggg 


actttgacat 


780 


tttcttgttt 


gatcgcttga 


caaatgggaa 


cagtctggta 


actctgttgt 


gtcacctctt 


840 


caactcccat 


gggctcatcc 


accatttcaa 


gctcgatatg 


gtgaccttgc 


acaggtttct 


900 


ggttatggtt 


caggaagatt 


accacggtca 


caacccatac 


cacaatgctg 


ttcacgcagc 


960 


cgacgtcacc 


caggccatgc 


actgttacct 


gaaggagcca 


aagttggcaa 


gcttcctcac 


1020 


acctctggac 


atcatgcttg 


gactactggc 


tgcagcagct 


catgacgtgg 


accacccagg 


1080 


ggtcaaccag 


ccatttttga 


tcaaaactaa 


ccaccatctt 


gccaacctgt 


atcagaatat 


1140 


gtctgtactg 


gagaatcacc 


actggcgatc 


tacaattggc 


atgcttcgag 


aatcacggct 


1200 


cctggctcac 


ttgccaaagg 


aaatgacaca 


ggatatcgaa 


cagcagctgg 


gctccctcat 


1260 


cttggccacg 


gatatcaaca 


gacagaatga 


gtttctgacc 


cgcttaaaag 


ctcacctcca 


1320 


caataaagat 


ttgagactgg 


agaatgtaca 


ggacagacac 


tttatgcttc 


agatcgcctt 


1380 


gaagtgtgct 


gacatttgca 


atccttgtcg 


tatctgggag 


atgagcaagc 


agtggagtga 


1440 


aagggtctgt 


gaggaattct 


acagacaagg 


tgaccttgaa 


cagaagtttg 


aactggaaat 


1500 


cagtcctctt 


tgtaatcaac 


agaaagattc 


aatccctagc 


atacaaattg 


gtttcatgac 


1560 


ttacatcgtg 


gagccgctgt 


tccgggagtg 


ggcccggttt 


actgggaaca 


gcaccctgtc 


1620 


ggagaacatg 


ctaagccatc 


tcgcgcacaa 


caaagcccag 


tggaagagcc 


tgctgtccaa 


1680 


tcagcacaga 


cgcaggggca 


gcggccagga 


cctggcgggc 


cccgcacctg 


agaccctgga 


1740 


gcagacagaa 


ggtgccacgc 


cctaaggtag 


ctgtctgctg 


atgcacggcc 


atctgtccgt 


1800 


ccacaggagc 


acggccatcc 


gtccgactgc 


cctcgcaaca 


agcccatcac 


gctgggtttc 


1860 


gatgccatcc 


gcctgccact 


taccgcctcc 


cttcgttgat 


ccaagtgtac 


aaaagccatt 


1920 


gtcacctcag 


cattagctgc 


cgaaatgggc 


ggctctatcc 


cgtcattgga 


gctgattctg 


1980 


gggcggctgc 


cccaaccgaa 


acgcctggaa 


gtaagaaagg 


ggtgcttctg 


ccgtgttcgc 


2040 


ctctggccct 


tggtcacgct 


gactggcagt 


agctcctaag 


tccagagcat 


tttaacgttt 


2100 


gccatcggac 


agctgacctg 


catgacacca 


gcatacttgg 


aactgcaaaa 


ctggtcttgc 


2160 


gtgccagagc 


acaaacgaga 


gtgtgagaga 


aagtaccttc 


tattttaata 


ataattatta 


2220 
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ttataaaata ataaatcttt ttaactttta tatttcatgc accagacaat gggtctaaaa 2280 

ctttggacaa gtaatactct gcgtacccaa acctaagagg gggttcatta ttttgctatt 2340 

gactctatgc cacattgggt ccgagatgtg gcaccattgc gatttctgaa accacgcgtc 2400 

ccctcccatc tggtggaagg tgctgtacag cccgtccctt tgcaccgtta gccaatccgt 2460 

cttttacgga ttcagtgacc tgtttatatt cacaagtgta cattttctgt aaataccaaa 2520 

cgctactgat tcccatgcca aaatacacga gtattatggg attgctacct gtataaacaa 2580 

tggcactgtg aacagaatac tgttagtttt aatacaagag aatgcatttg taaatatggt 2640 

atagagttta ttaatatact gttgttcgca gataaaggcc ttaactttaa aaaaaaaaaa 2700 

aaaaaaaaaa aaaaaaaaaa aaaaaagggg cggccgctct agaggatccc tcgaggggcc 2760 

caagcttacg cgtgcatgcg acgtcatagc tctctcccta tagtgagtcg tattataagc 2820 

tag 2823 

<210> 8 
<211> 2992 
<212> DNA 
<213> Human 



<400> 8 
cggaattcga 


tgcactgcag 


caggctcggc 


tctgtcccag 


cacttgtctg 


ggagaaaagt 


60 


ggtgttactc 


acccagggag 


agtctctctt 


tctaccttcc 


ttctttctcg 


atctccttgt 


120 


gtgcttttgt 


gtttctttat 


ttcttttcct 


tttttttctt 


tttttttttt 


gttacttaat 


180 


tatattccta 


atcctggatg 


aagttgctgg 


attctgcagc 


acaagtcttc 


atgaacaagc 


240 


agcaccgctc 


agagatttca 


cggcattcaa 


aggtcacaga 


actgccacta 


tggttaaatg 


300 


tcttgtttaa 


tggttgagag 


gtgtggcgaa 


atcttgtttg 


agaaccccga 


tcagaatgcc 


360 


aaatgtgttt 


gcatgctggg 


agatatacga 


ctaaggggtc 


agacgggggt 


tcgtgctgaa 


420 


cgccgtggct 


cctacccatt 


cattgacttc 


cgcctactta 


acagtacaac 


atactcaggg 


480 


gagattggca 


ccaagaaaaa 


ggtgaaaaga 


ctattaagct 


ttcaaagata 


cttccatgca 


540 


tcaaggctgc 


ttcgtggaat 


tataccacaa 


gcccctctgc 


acctgctgga 


tgaagactac 


600 


cttggacaag 


caaggcatat 


gctctccaaa 


gtgggaatgt 


gggattttga 


cattttcttg 


660 


tttgatcgct 


tgacaaatgg 


aaacagcctg 


gtaacactgt 


tgtgccacct 


cttcaatacc 


720 


catggactca 


ttcaccattt 


caagttagat 


atggtgacct 


tacaccgatt 


tttagtcatg 


780 


gttcaagaag 


attaccacag 


ccaaaacccg 


tatcacaatg 


ctgttcacgc 


agccgacgtc 


840 


acccaggcca 


tgcactgcta 


cctgaaagag 


ccaaagcttg 


ccagcttcct 


cacgcctctg 


900 


gacatcatgc 


ttggactgct 


ggctgcagca 


gcacacgatg 


tggaccaccc 


aggggtgaac 


960 


cagccatttt 


tgataaaaac 


taaccaccat 


cttgcaaacc tatatcagaa 
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tatgtctgtg 


1020 
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ctggagaatc 


atcactggcg 


atctacaatt 


ggcatgcttc 


gagaatcaag 


gcttcttgct 


1080 


catttgccaa 


aggaaatgac 


gtaagtgctg 


ccgagatgaa 


acatactgat 


gtgcatgcag 


1140 


taaagataag 


ccactttctc 


tagggcaggc 


ttgggacctt 


ttgcgtgaat 


ggcagagagc 


1200 


cccccggctg 


tacttcctgc 


ctgcactgag 


ctgtctatca 


gaggagattt 


ggtgtcagtt 


1260 


acagcaaccc 


agaaaccaaa 


atctctctgt 


gtgctttgaa 


agggccttgc 


agagtcaatg 


1320 


acctacagtc 


aggaaaaggg 


ataataaaca 


gctctcagtt 


ttcacacgct 


tcagtatcag 


1380 


tgctcaactt 


tgccaaattc 


ccgaccttta 


gtttagcaaa 


attgtccttc 


catgtagctc 


1440 


caaatagtaa 


atatttatca 


agaaggaacc 


caggcattct 


aaagctagag 


ttcaaaaaag 


1500 


tatattttgt 


aattgctagt 


ctcagcaaaa 


atagaagtca 


gaaattcttt 


tctaaaatgt 


1560 


cttttgctaa 


gtaattgaaa 


tggccctagc 


atttttttca 


ccaattaatt 


taccttacgt 


1620 


ctcttgcact 


ttaaacagaa 


ggggagacac 


tcattttctg 


gttcactatt 


tgatagccat 


1680 


ggtatgtagg 


ctgagtccca 


ctaaatctga 


ggccattgtt 


tcattttcct 


ggtggcccca 


1740 


agttagctgc 


taatactgtc 


ttccaaggcc 


accattaatt 


ctgatctgtt 


taatgaacac 


1800 


gtgcagaacc 


caagaaacct 


aggtgaaaag 


agtacataga 


ttgctgtacc 


cttcttcaag 


1860 


acaagcacat 


aacttgaggt 


caaggaccaa 


gtgctgtctc 


ccaactgaac 


aagcagtata 


1920 


ctctgggttg 


tggattgatt 


cctggccctc 


tgatttgatc 


tcatgctgtt 


tcctagcacc 


1980 


cagaggaatg 


tgaaatttgc 


aggaggaatt 


tcagttctga 


taaattttta 


ctccctggaa 


2040 


ctaaataaaa 


ccagttctcg 


tgcatggaat 


aaaaacttat 


gcctcttact 


agaataataa 


2100 


attgcaaaga 


ttgaaagaat 


taaatgcaaa 


aagaactaaa 


aactagagca 


aaagatcaag 


2160 


tgagaagaag 


aaaagaggag 


gtaaggagag 


agacaaggaa 


gaaagaagga 


gaaggaaagg 


2220 


aagaatagtg 


aggacaggaa 


agaagaaaat 


gcaagggaaa 


tgggaaagga 


ctctggggtg 


2280 


accagacttc 


tcctggtcag 


tacctgcatt 


catcctgttt 


gttactcaat 


atttctttcc 


2340 


taaaatattc 


atttcacatc 


tatggattcc 


aatgaaaaat 


atatttttat 


gtgtctttgt 


2400 


ggaacacagt 


gttataaatt 


gtttttgcca 


gaagaataat 


tgttatacaa 


taatatatgt 


2460 


gaaaacttta 


ttacaaaagc 


cattatcata 


atcattatta 


ttccttctat 


cacaggtaaa 


2520 


tgctttaatg 


tcatttttct 


gattttaaaa 


gtagggcagg 


ttaattgtag 


aaagtaagga 


2580 


aaattcagga 


aagtgttagt 


ttgaactatg 


tgaagttgct 


ctttttaagg 


gccaaaaaca 


2640 


ggagactttt 


agcactttca 


tatgtttcag 


cttgatatga 


aagagaaaac 


tgaaactgct 


2700 


agtaatcctg 


ccatccaggt 


atagttcatg 


ttaacctggc 


tagtttattt 


tcttttagtc 


2760 


ttttttcaat 


acaaacttat 


tttaacaaaa 


tatgattata 


tttggggaac 


ttattttaca 


2820 


gtttacgtcc 


tgaaattttt 


tatttacaat 


aaagactttt 


ttccaaatca 


aaaaaaaaaa 


2880 


aaaagggcgg 


ccgctctaga 


ggatccctcg 


aggggcccaa 


gcttacgcgt 


gcatgcgacg 


2940 


tcatagctct 


ctccctatag 


tgagtcgtat 


tataagctag 


gcactggccg 


tc 


2992 
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<210> 9 
<211> 11 
<212> PRT 
<213> Mammalian 

<400> 9 

Met Ser Cys Leu Met val G"lu Arg cys Gly Glu 
15 10 

<210> 10 

<211> 8 

<212> PRT 

<213> Mammalian 

<400> 10 

Lys Cys val Cys Met Leu Gly Asp 
1 5 

<210> 11 

<211> 8 

<212> PRT 

<213> Mammalian ^ 

<400> 11 

Arg Leu Arg Gly Gin Thr Gly val 
1 5 

<210> 12 

<211> 16 

<212> PRT 

<213> Mammalian 

<400> 12 

Ala Glu Arg Arg Gly Ser Tyr Pro Phe lie Asp Phe Arg Leu Leu Asn 
15 10 15 



<210> 13 
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<211> 
<212> 
<213> 



54 
PRT 

Mammal i an 
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<400> 13 

Ser Gly Glu lie Gly Thr Lys Lys Lys val Lys Arg Leu Leu ser Phe 
15 10 15 

Gin Arg Tyr Phe His Ala Ser Arg Leu Leu Arg Gly lie He Pro Gin 
20 25 30 



Ala Pro Leu His Leu Leu Asp Glu Asp Tyr Leu Gly Gin Ala Arg His 
35 40 45 



Met Leu Ser Lys Val Gly 
50 



<210> 


14 


<211> 


26 


<212> 


PRT 


<213> 


Mammal i an 


<400> 


14 



Trp Asp Phe Asp He Phe Leu Phe Asp Arg Leu Thr Asn Gly Asn Ser 
15 10 15 



Leu Val Thr Leu Leu Cys His Leu Phe Ash 
20 25 



<210> 


15 


<211> 


26 


<212> 


PRT 


<213> 


Mammal i an 



<400> 15 

His Gly Leu lie His His Phe Lys Leu Asp Met val Thr Leu His Arg 
15 10 15 

Phe Leu val Met val Gin Glu Asp Tyr His 
20 25 

<210> 16 
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<211> 99 
<212> PRT 
<213> Mammalian 

<400> 16 

Asn Pro Tyr His Asn Ala Val His Ala Ala Asp val Thr Gin Ala Met 
15 10 15 

His Cys Tyr Leu Lys Glu Pro Lys Leu Ala Ser Phe Leu Thr Pro Leu 
20 25 30 

Asp lie Met Leu Gly Leu Leu Ala Ala Ala Ala His Asp val Asp His 
35 40 45 

Pro Gly Val Asn Gin Pro Phe Leu lie Lys Thr Asn His His Leu Ala 
50 55 60 

Asn Leu Tyr Gin Asn Met Ser val Leu Glu Asn His His Trp Arq ser 
65 70 75 80 

Thr lie Gly Met Leu Arg Glu Ser Arg Leu Leu Ala His Leu Pro Lys 
85 90 95 

Glu Met Thr 



<210> 


17 


<211> 


38 


<212> 


PRT 


<213> 


Mammal i an 


<400> 


17 



Gin Asp lie Glu Gin Gin Leu Gly Ser Leu lie Leu Ala Thr Asp lie 
15 10 15 

Asn Arg Gin Asn Glu Phe Leu Thr Arg Leu Lys Ala His Leu His Asn 
20 25 30 

Lys Asp Leu Arg Leu Glu 
35 

<210> 18 
<211> 41 
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<212> PRT 
<213> Mammalian 



<400> 18 

Gin Asp Arg His Phe Met Leu Gin lie Ala Leu Lys Cys Ala Asp lie 
15 10 15 

Cys Asn Pro Cys Arg lie Trp Glu Met Ser Lys Gin Trp Ser Glu Arq 
20 25 30 

val Cys Glu Glu Phe Tyr Arg Gin Gly 
35 40 

<210> 19 

<211> 28 

<212> PRT 

<213> Mammalian 



<400> 19 

Leu Glu Gin Lys Phe Glu Leu Glu lie Ser Pro Leu Cys Asn Gin Gin 
1 5 10 15 

Lys Asp ser lie Pro Ser lie Gin lie Gly Phe Met 
20 25 

<210> 20 
<211> 11 

" <212> PRT 

<213> Mammalian 



<400> 20 

Tyr lie val Glu Pro Leu Phe Arg Glu Trp Ala 
15 10 



<210> 21 

<211> 12 

<212> PRT 

<213> Mammalian 



<400> 21 
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Phe Thr Gly Asn ser Thr Leu Ser Glu Asn Met Leu 
15 10 

<210> 22 

<211> 13 

<212> PRT 

<213> Mammalian 

<400> 22 

His Leu Ala His Asn Lys Ala Gin Trp Lys ser Leu Leu 



<210> 23 

<211> 7 

<212> PRT 

<2 13> Mammal i an 

<400> 23 

Ser Gly Ser Gly Pro Asp His 
1 5 

<210> 24 

<211> 30 

<212> DNA 

<213> Oligo 

<400> 24 

ggtcacagaa ctgccactat ggttaaatgt 30 

<210> 25 

<211> 22 

<212> DNA 

<213> Oligo 



1 



5 



10 



<400> 25 

accgctcaga gatttcacag ca 



22 



<210> 26 
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<211> 22 
<212> DNA 
<213> Oligo 

<400> 26 

cccgtctgac cccttagtcg ta 22 
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